
Cardio2share Submission and Query Guide 

 

This manual explains how users can search the database, download metadata, and submit new 

cohorts or experimental models to the Cardio2share platform. 

 

Searching the database  

The Cardio2share database allows users to search for patient cohorts, animal models, and cell models 

relevant to cardiovascular research. Public users can browse the whole database without registration 

and explore resources shared by other researchers. The database stores metadata describing available 

models and cohorts, together with contact information for collaboration. 

Users can search the following resource categories (the database will start listing the uploaded 
datasets in alphabetical order): 

Patient cohorts 

• Human clinical cohorts and datasets 
• Searchable by name, disease type and measured variables (Figure 1) 

 

  



Animal models 

• Experimental animal models used in cardiovascular research 
• Searchable by the following categories: Model Name, Openness for Collaboration, 

Availability Type, Cre Recombinase, Data type, Disease Model, Genetic Modification, 
Repository, Species, Zygosity (Figure 2) 

 

Cell models 

• In vitro cell models 
• Searchable by the following categories: Model Name, Openness for Collaboration, 

Species, Tissue of origin, Cell line/primary cells, Model Type, Disease Model, 
Availability type, Data type,  Repository (Figure 3) 

 

 

 

 

 

 

 

 



These filters help researchers quickly identify relevant experimental systems or cohorts for 
validation studies or collaborative projects. 

Registration to the database 

To register please send your full name to the database administrator at 
cardio2share@semmelweis.hu The administrator will create a user account. Login credentials 
(username and password) will be sent by email, after the first login, users have to set their 
passwords.  After that, one can log into the database and submit new entries. 

Features for registered users 

Registered users can submit new cohorts, animal models, or cell models to the database and 
also can bulk download animal and cell models from the database, and use the forum for fast 
communication. 

Downloading metadata 

Metadata describing available animal and cell models can be exported from the database as 
a spreadsheet file. Registered users can download an XLS file containing the full metadata of 
the available models. (Figure 4) 
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The queries contain all stored metadata. (Figure 5) (Figure 6) 

 

 

Submitting new data  

After logging in, registered users can also submit new database entries. 

Step 1 - Create a new entry  

From the main menu select either of the followings: 

New → Cohort 
New → Animal Model 
New → Cell Model 

At cohorts the user must first provide basic information, such as: 

• Name 
• Unique identifier 
• Principal investigator 
• Contact person 
• Study type 
• Description 

(Figure 7) 



 

Step 2 - Add detailed metadata 

After the entry is created, additional information can be added through dedicated tabs, such 
as: (Figure 8) 

• Institutions 
• People 
• Diseases 
• Variables 
• Publications 
• Populations 
• Samples 
• Discussion 



This modular structure allows users to progressively add detailed metadata. 

When uploading an animal or cell model, one must provide all information at the same time. 

(Figure 9) (Figure 10) 

 

 

Using forum function 

On the discussion tab of an uploaded cohort or model a registered user, can leave a comment, 
or even upload a file to facilitate the communication with other researchers or the webpage 
administrators. (Figure 11) 



 


